n , the Mn II atom exhibits a distorted octahedral coordination geometry, with the centrosymmetric oxalate anion and the monoanionic pyrimidine-2-carboxylate ligands generating a two-dimensional honeycomb network with a (6,3)-topology.
Experimental
Crystal data [Mn 2 (C 2 O 4 )(C 5 H 3 N 2 O 2 ) 2 (H 2 O) 2 ] M r = 480.12 Monoclinic, P2 1 =n a = 7.5447 (7) Å b = 11.1944 (11) Å c = 9.7259 (10) Å = 102.4220 (10) V = 802.20 (14) Å 3 Z = 2 Mo K radiation = 1.64 mm À1 T = 150 (2) K 0.22 Â 0.21 Â 0.20 mm
Data collection
Bruker SMART APEX CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 2004) T min = 0.714, T max = 0.773 (expected range = 0.665-0.720) 5847 measured reflections 1495 independent reflections 1389 reflections with I > 2(I) R int = 0.019 Refinement R[F 2 > 2(F 2 )] = 0.025 wR(F 2 ) = 0.062 S = 1.11 1495 reflections 127 parameters H-atom parameters constrained Á max = 0.41 e Å À3 Á min = À0.21 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Symmetry codes: (i) Àx; Ày þ 1; Àz þ 1; (ii) Àx þ 1 2 ; y À 1 2 ; Àz þ 3 2 .
Data collection: SMART (Bruker, 2001) ; cell refinement: SAINT (Bruker, 2001) ; data reduction: SAINT; program(s) used to solve structure: SHELXTL (Sheldrick, 2008) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: publCIF (Westrip, 2008 
Cell parameters from 3384 reflections a = 7.5447 (7) Å θ = 2.8-28.9º b = 11.1944 (11) Å µ = 1.64 mm −1 c = 9.7259 (10) Å T = 150 (2) K β = 102.4220 (10) Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 0.0170 (9) 0.0150 (9) 0.0171 (9) 0.0001 (7) −0.0008 (7) −0.0001 (6) C2 0.0235 (11) 0.0219 (11) 0.0194 (10) −0.0003 (9) −0.0009 (9) 0.0000 (9) C3 0.0250 (11) 0.0198 (11) 0.0229 (11) 0.0005 (9) 0.0024 (9) 0.0033 (9) C4 0.0259 (11) 0.0165 (11) 0.0257 (11) −0.0010 (9) 0.0044 (9) 0.0013 (9) N5 0.0219 (9) 0.0166 (9) 0.0187 (9) −0.0014 (7) 0.0007 (7) −0.0005 (7) 
